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In the Claims 

Please cancel claims 76-79, 81 and 83-84 without prejudice to 
applicants' right to pursue the subject matter of these claims 
in this or a subsequent application. 

Please amend the claims by replacing all prior versions of the 
claims with the listing of claims below pursuant to 37 C.F.R. 
§1.121 as modified by 68 Fed. Reg. 38611 (June 30, 2003). 

1-66. (Cancelled) 

67. (Currently Amended) An isolated nucleic acid molecule 
comprising a nucleotide sequence encoding a polypeptide 
having starch synthase activity or a nucleotide sequence 
complementary thereto, said nucleotide sequence selected 
from the group consisting of: 

(i) a nucleotide sequence having at least -8-5% 97% identity 
to the nucleotide sequence of the protein-encoding 
region of the nucleotide sequence set forth in SEQ ID 
NO: 3; 

(ii) a nucleotide sequence encoding a polypeptide having at 
least 05% 97% identity to the amino acid sequence set 
forth in SEQ ID NO: 4; and 
(iii) a nucleotide sequence which is complementary to (i) or 
(ii) . - 

68. (Currently Amended) The isolated nucleic acid molecule 
according to claim 67 wherein the wheat starch synthase 
polypeptide comprises one or more amino acid sequences 
selected from the group consisting of: 

(a) KVGGLGDVVTQ; 

(b) GIITVEVILPKY; 

( c ) 1 1 DWG G A P VAWL YKEI I Y , 
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(d) GILNGI DPDIWDPYTD; 
-fe} — DVFIVGI ITRLTAQKG , 

(f ) NGQWLLGGA, 

(g) AGGDFI IVPSIFEPCGLTQLVAMRYGO ; 

(h) TGGLVDTV; 

■fit- (a) KTGGLGDVAGA (SEP ID NO: 47) ; 

■fjt- (b) GHRVMVVVPRY (SEP ID NO: 48) ; 

f*t (O NDWHTALLPVYLKAYY (SEP ID NO: 49) ; 

fit (d) GIVNGIDNMEWNPEVD (SEP ID NO: 50) ; 

fmt (e) DVPLLGFIGRLDGQKG (SEP ID NO: 51) ; 

frrt- (f ) DVQLVMLGTG (SEP ID NO: 52) ; 

■fcrt LgJ AGADALLMPSRF (E/V) PCGLNQLYAMAYGT 

(SEP ID NO: 53) ; and 
■fpt (h) VGG(V/L)RDTV (SEP ID NP : 54 ) . 



69. (Previously Presented) The isolated nucleic acid molecule 
of claim 68 wherein the starch synthase polypeptide 
comprises at least three of said amino acid sequences 
selected from the group of (a) to (h) . 

70. (Currently Amended) The isolated nucleic acid molecule of 
claim 68 wherein the starch synthase polypeptide comprises 
at least six of said amino acid sequences selected from the 
group consisting of *f±i — bo — f-p-t (a) to (h) . 



71. (Previously Presented) The isolated nucleic acid molecule 
of claim 67 wherein the polypeptide is a wheat starch 
synthase II polypeptide. 

72. (Currently Amended) The isolated nucleic acid molecule of 
claim 68 wherein the strach synthase polypeptide further 
comprises one or more amino acid sequences selected from 
the group consisting of : 



Applicants : 
Serial No . : 
Filed : 
Page: 15 



Matthew Morrell et al. 
10/018, 418 
May 9, 2002 



(a) GIITVEVILPKY; 

( b ) 1 1 D W 0 3 A r V A WL ¥ K E 1 1 Y ; 

( c ) DVFI VGI ITRLTAQKG ; 

(d) NGQWLLGSA; 

( e ) AGGDFI IVPOI FEPCGLTQLVAMRYG3 ; 

(f ) TGGLVDTV; 

•fqf- (a) GIVNGI DNMEWNPEVD (SEP ID NO: 50) ; and 

■fht" (b) AGADALLMPSRF ( E/V) PCGLNQLYAMAYGT 



73. (Currently Amended) The isolated nucleic acid molecule of 
claim 71 which — encodes — a — polypeptide — which — comprises — art 
amino — acid — sequence — selected — from the — group — consisting — of 1 
SEQ — ID NO: — 3rr wherein the polypeptide has the amino acid 
sequence set forth in SEQ ID NO: 4 - f — and 5EQ ID NO: — 6. 

74. (Previously Presented) A probe or primer comprising at 
least 15 contiguous nucleotides of the isolate nucleic acid 
molecule of claim 67. 

75. (Currently Amended) The probe or primer of claim 74 
comprising a nucleotide sequence selected from the group 
of: 

-fir) — the nucleotide sequence set — forth in GEQ — ID NO: — 2 5 ; 

(ii) ( i ) the nucleotide sequence set forth in SEQ ID NO: 26; 

( iii ) ( ii ) the nucleotide sequence set forth in SEQ ID NO: 27; 
( iv) — the nucleotide sequence set — forth in GEQ ID NO: — 2-&r 

■fv) - ( iii ) a nucleotide sequence which encodes an amino acid 



sequence selected from the group consisting of: 

(a) KVGGLGDVVTO; 

(b) GIITVEVILPKY; 

( c ) IIDWB3APVAWLVKEIIY ; 

(d) GILNGI DFDIWDPYTD; 



(SEP ID NO: 53) . 
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(e) DVPIVGI ITRLTAQKG ; 

(f ) NGQWLL60A; 

( g ) AG3DFI I VPO I FEFCGLTQLVAMRYG3 ; 

(h) TGGLVDTV; 

•f±f (a) KTGGLGDVAGA (SEP ID NO: 47) ; 

•tjf LbJ GHRVMVVVPRY (SEP ID NO: 48) ; 

•fkf- (c) NDWHTALLPVYLKAYY (SEP ID NO: 4 9) ; 

•ftf- (d) GIVNGIDNMEWNPEVD (SEP ID NO: 50) ; 

-fccrj- (e) DVPLLGFIGRLDGQKG (SEP ID NP : 51) ; 

-frrf (f ) DVPLVMLGTG. (SEP ID NO: 52) ; 

■fcrh lal AGADALLMPSRF (E/V) PCGLNQLYAMAYGT 



(SEP ID NP: 53) ; and 
•fpf- (h) VGG(V/L)RDTV (SEP ID NP : 54 ) ; and 
(xvii) ( iv) a nucleotide sequence which is complementary to any 
one of (i) to -fvf ( iii) . 

76-79. (Cancelled) 

80. (Currently Amended) A method of modifying the starch 
content and/or starch composition of one or more tissues or 
organs of a plant, said method comprising the step of 
expressing in said plant a nucleic acid molecule for a time 
and under conditions sufficient for the enzyme activity of 
one or more starch synthase isoenzymes to be modified, 
wherein said nucleic acid molecule is selected from the 
group consisting of: 

(i) the isolated nucleic acid molecule according — to- of 
claim 67; and 

(ii) an antisense molecule or a co-suopression molecule 
which comprises a fragment of (i) which comprises — a 
nucleotide sequence which is expressed to down- 
regulate the expression of an endogenous wheat starch 
synthase isoenzyme of said plant and 
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iii) — a — fragment — erf — — which — encodes — a — functional — wheat 

starch synthase isoenzyme of said plant . 

81. (Cancelled) 

82. (Currently Amended) The method of claim 80 further 
. comprising introducing the nucleic acid molecule to an 

isolated plant cell, tissue, or organ, or — organelle and 
regenerating the plant from the cell, tissue or organ . 

83-84. (Cancelled) 

85. (Currently Amended) The method claim 82 wherein the nucleic 
acid molecule is introduced to the plant cell, tissue, or 
organ or organelle by transformation. 

86. (Currently Mended) A transgenic plant comprising the 
isolated a nucleic acid molecule of claim — Crf comprising a 
nucleotide sequence, said nucleotide sequence selected from 
the group consisting of: 

( i ) a nucleotide sequence encoding a polypeptide having 
starch synthase activity having at least 97% identity 
to the nucleotide sequence of the protein-encoding 
region of the nucleotide sequence set forth in SEP ID 
NO : 3 ; 

(ii) a nucleotide sequence encoding a polypeptide having 

starch synthase activity" the polypeptide having at 
least 97% identity to the amino acid sequence set 
forth in SEP ID NO: 4; 
( iii ) a nucleotide sequence which is complementary to (i) or 
(ii) ; and 

( iv) an antisense molecule or co-supression molecule which 
comprises a fragment of (i) , (ii) or (iii) which is 
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expressed to down-regulate the expression of an 
endogenous starch synthase isoenzyme of the plant. 

87. (Currently Amended) A progeny plant of the transgenic plant 
of claim 86 wherein said progeny plant comprises the 
nucleic acid molecule of claim G7 . 

88. (Currently Amended) A propagule of the transgenic plant of 
claim 86 wherein said propagule comprises the nucleic acid 
molecule of claim 07 . 

89. (Currently Amended) A gene construct or vector which 
comprises the isolated nucleic acid molecule of claim 67 
and one or more origins of replication. 

90. (Currently Amended) The gene construct according — to of 
claim 89 further comprising a promoter sequence in operable 
connection with said isolated nucleic acid molecule. 

91. (Currently Amended) A gene construct or vector which 
comprises the probe or primer according — to of claim 74 and 
one or more origins of replication. 



